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Abstract

The Nuclear Pore Complex (NPC) is one the largest protein assemblies in the eukaryotic cell, composed of ~1000 proteins. It is
responsible all the nucleocytoplasmic communication. Due to the size and complexity, the NPC undergoes a long maturation process.
In budding yeast NPC maturation culminates by very late recruitment of Mlp| protein.

Here we used a combination of inducible protein degradation, fluorescence protein tag exchange and quanatitve fluorescence
microscopy to investigate the molecular mechanism of late Mlp| recruitment.
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