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Antiviral responses to ISAV in salmonid cells
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Background and aim: Methods:

Infectious Salmon Anemia Virus (ISAV) is an enveloped RNA

virus and a major viral pathogen in Atlantic salmon
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Results and discussion:

Leu kOCVtES: CHSE-cells: ISAV infection induced cytopathic effects (CPE) in CHSE cells (Fig. 5). The antibody was able to
) detect the viral HE protein (Figs. 6-7); however, immunofluorescence staining indicated limited

Increased expression of IFNa and Mx demonstrated activation of an antiviral R . _ S .
suitability for detection of ISAV infection in CHSE cells (Fig. 6).

response following ISAV exposure (Fig. 4), indicating that salmon leukocytes
detected and responded to the virus. However, these results should be — e RS ... A) M 1 2 3
verified using additional parallels. : " :
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PBL following ISAV exposure, measured by qPCR. effects (CPE). HE-positive fluorescence. Western blot analysis.
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ISAV HE proteln sequence The multiple sequence alignment revealed genetic onciusion.
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